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Appendix A 

Gap Results SEQ ID NO: 1 vs. SEQ ID NO: 2 

GAP of: SID 1 check: US from: 1 to: 476 
WPDEF SVBV E3 Promoter fragment 

to: SID 2 chock: 1620 from: 1 to: 518 
WPDEF SVBV E3 Promoter 

Symbol comparison table: nwsqapdna . cmp CompChcck: 8760 

Gap Weight: 50 Average Match: 10.000 

Length Weight: 3 Average Mismatch: (KOOO 

Quality: 4760 Length: 518 

Ratio: 10.000 Gaps: 0 

Percent Similarity: 100.000 Percent Identity: 100.000 

Match display thresholds for the alignment (s) : 
I = IDENTITY 
; - 5 
. = 1 

SID^l x siD_2 October 12, 2004 11:44 .. 

1 aactatgctgatgacaagataattctaataagcaat 36 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
1 ggatcccccagcttaactatgctgatgacaagataattctaataagcaat 50 

37 tattcagaattaatcaaggagaaagaattaataactctttcagaatatga 86 

I I M I I I I I I I I I I I I I I I I I I I I I I \ I I I I ! I I I I I I I I I I I I I I I I I I 
51 tattcagaattaatcaaggagaaagaattaataactctttcagaatatga 100 

87 agcccgctttacaagtggccagctagctatcactgaaaagacagcaagac 136 
I I I I I I I I I I I I I I I I I I I I I I t I I I I ! J I I I I I I I I I I I I I I I I t I I I I 
101 agcccgctttacoagtggccagctogctatcactgaaaagacagcaagac 150 

137 aatggtgtctcg.itgcar:cag« < aaccacatctttgcagcagatgtgaagca 186 

I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I 1 I I I I I I I I I I I I I I I I I M I I 
151 aatggtgtctcgatgcaccagaaccacatctttgcagcagatgtgaagca 200 

187 gccagagtggtccacaagacgcactcagaaaaggcatcttctaccgacac 236 

i I I I I I I I i I I I i I ! E I I I I 1 ! I I I I I I I I I I I I I I I I I 1 I I I 

201 gccagagtggtccacftagacgcactcagaaaaggcatcttctaccgacac 250 

237 agaaaaagacaaccacagctcatcatccaacatgtagactgtcgttatgc 286 

I I I I I I I 1 I I I I I I I I I I I I I I I I I I I It I I I I I I I I I I I I I I I I I I I I I 
251 agaaaaagacaaccacagctcatcatccaacatgtagactgtcgttatgc 300 

287 gtcggctgaagataagactgaccccaggccagcactaaagaagaaataat 336 
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I I I I I I I ! I I I I I I I I I I I I I I I I I II I I I I I I I [ I i I I I I I I I I II I 1 I 
301 gtcgqctgaagataagactgaccccaggccagcactaaagaagaaataot 350 

337 gcaagtqgtcctagctccacttuagctttaataattatgtttcattatta 386 

I I i I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 1 I 1 I I I I I I I I I I I I 
351 geaagtggtcctagctccactttagcfcttaataattatgtttcattatr.a '1 00 

387 tictctgcttttgctctctatataaagagcctgtattttcatttgaaqgc 436 

I I I I I I I I I I I I I I M I I I I I I I I I I I I I [ I I I I I I I I M I I 

4 01 t.tctctgcttttgctctctatataaagagcttgtattttcatttgaaggc 4 SO 

437 ^-faggcgaacacacacacagaacctccctgcttacaaacc 476 

I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I 1 I I 
4il agaggegaacacacacacagaacctccctgcttacaaaccggatcqqqct bOO 
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Gap Results SEQ ID NO: 1 vs „ SEQ ID NO: 3 

GAP of: SIP 1 check: 418 from: 1 to: 476 
WPDEF SVBV E3 Promoter fragment 

to: SID 3 check: 303 from: 1 to: 651 
WPDEF seSVBV promoter 

1-108 of SVBV replaced by 92-362 of SBVB 

Symbol comparison cable: nws gapdna . cmp CompCheck: 8760 

Gap Weight: 50 Average Match: 10.000 

Length Weight: 3 Averages Mismatch: 0-000 

Quality: 3971 Length: 654 

Ratio: 0.34 2 Gaps: 1 

Percent Similarity: 85.201 Percent Identity: 83.201 

Match display thresholds for the alignment {a ) : 
| - IDENTITY 

: = 5 
. -« 1 

SIM x SID 3 October 12, 2004 11:45 .. 



1 aactatgctgatgacaag.it AAttcta 21 

I II i ! I I 

151 cagaaaaagacaaccacagctcatcatccaacatgtagactgtcgttatg 200 

28 alaageaat tattcagaattaatcaaggagaaagaattaataactctttc 77 
I I I I I I I I I I I I I I I I 

201 cgtr.ggctgaaga taagactgaccccaggccagcactaaagaagaaataa 250 

78 agaatatgaagcccgctttacaagtggccagctagctatcactgaaaaqa 127 
I [ II I III ill I I I I I I I I 1 I 1 I 1 I I I I I I I 

251 tgcaagtggtcctagct- - -ccactttagcgctagcuatcactgaaaaga 297 

128 cagcaagacaatggtgtctcgatgcaccagaaccacatctttgcagcaga 177 

I I I I I I I I I I I I I 1 I I ! I I I I I I I I I I I I I I I I I I I I I I 

298 cagcaagaoaotggtgtctcgatgcaccagaaccacatctttgcagcaga 347 

178 tgtgaagcagccagagtggtccacaagacgcactcagaaaaggcatcttc 227 

I I I I I I I I I I I I I I I I I I I I I I I I I I I t I I I I I f I I I I I I I I I I I I I I I I 
348 tgtgaagcagccagagtggtccacaagacgcactcagaaaaggcatcttc 397 

228 taccgacacagaaaaagacaaccacagctcatcatccaacatcjtagactg 2 "77 

I I I ! I ! I I I 1 1 I I I I I I I I 1 I I I I I I I ( [ I I I I I I 1 1 I I I I I I I I I I I I I 
398 taccgacacagaaaaagacaaccacagctcatcatccaacatgtagactg 4 47 
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278 tcgttatgcgtcggctgaayabaatjc»ct.Qc>ccccciggccogcactaoaga 327 

I I I I I I I I I I I I I I f I I I I I I I I I I 1 I I M I I I I I I I t I I I I I I I I I t I I 

4 4 8 tcgttatgcgtcggct gaaga taagact gaccccaggccageactaaaga 4 97 

328 agaaataatgcaagtggtcctagctccacLLLagcLt Laa taattattftt 377 

I I I I ! I I I I i I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I M I I 

4 98 ogaaataatgcaagtqqtcctagctccacttr.agctttaataattatgtt 547 

378 tcattattattctctgcttttgctctctatataaagagcttgtattttca 427 

II I I I I I I I I I I M I I I I I I I I I I I II I I I I I II I 

548 tcattattattctctgcttttgctctctotr-jtaaagagcttgtattttca 597 

428 tttgaaggcagaggcgaacacacacacogoacctccctgcttacaaacc. 476 

I I I I I I I I I I I I 1 I ! I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I 

598 tttgaaggcagaggcgaacacacacacagaacctccctgcttacaaaccg 647 
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Gap Results SEQ ID NO: 1 vs . SEQ ID NO : 4 



GAP of: SID 1 check: 418 from: 1 to : 47 6 
WPDEF SVBV E3 Promoter fragment 

to: 510 4 check: 7979 from: 1 to: 701 
WPDEF leSVBV 

1-108 of SVBV replaced by 92-404 of SVBV 

Symbol comparison table: nwsgapdna , cmp CompCheck: 87 60 

Gap Weight: 50 Average Match: 10.000 

Length Weifjht: 3 Average Mismatch: 0.000 

Quality: 4049 Length: 7 04 

Ratio: 8.506 Caps: 2. 

Percent Similarity: 88.161 Percent Identity: 88,16.1 

Match display thresholds for the alignment (a ) : 
| - IDENTITY 
: = 5 
. - 1 

SID 1 :< SID 4 October .12, 3004 11:46 



1 aactatgctgatgacaagataattctaataagcaattatt 40 

! I I I 1 I 111 I I I I I I I I I I I 
201 gtcggctgaagataagactgaccccaggccagcactaaagaagaaataat 250 

41 cagaattaatcaagyagaa agaattaataactctttcagaatatga 86 

II III' | |l I I I I I I I I I I I I I I I 
251 gcaagtgqtcctagctccactttagctttaataattatgtttcattatta 300 

87 agcccgctttacaagtggccagctagctatcactgaaaagacagcaagac 136 
II || I I I I I I 1 1 I I I I i I I I I I I I I I I I I I I I I I 

301 ttctctgctt . , . ttgctctcgctagctatcactgaaaagacagcaagac 347 

137 aatggtgtctcgatgcaccagaaccacatctttgcagcagatgtgaagca 18 6 

I II I I I I I I I I I I I I I I I ! 1 I I I I I I I I I I I I I I I I ! I I I I 1 i I I I I I I I 
34 6 aatggtgtctcgatgcaccagaaccacatctttgcagcagatgtgaagca 397 

187 gccagagtggtccaca&gacgcactcagaaaaggcatcttctaccgacac 236 

I | I [ 1 I I I I 1 I I I I I I I I I I 1 I I I I I I I I ) I I i i I I I I I I I I I I I I I I I I 
398 gccagagtggtccacoagacgouctcagaaaaggcatcttctaccgacac 447 

237 agaaaaagacaaccacagctcatcatccaacatgtagactgtcgt tatgc 236 

I I I I I I I I I I I I I 11 I I I 1 1 I I I I I I I I I I I I I I M I I I I I I t 1 I I I I I I 
4 40 agaaaaagacaaccacagctcatcatccaacatgtagactgtcgttatgc 497 
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287 gtcggctgaagataagactgaccccaggccagcactaaagaagaaataat 336 

I I I I I I I 1 I I I I I 1 I I I I I I I I 1 I I I I I 1 I I I I I I I I M I I I 11 I I I I I I 
498 gtcggctgaagataagactgaccccaggccagcactaaagaagaaataat 547 

337 qcaagtggtcctagctccactttagctttaataaltatgtttcattatta 386 

I I I I I I I I I I I I I I I I I t f I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I 
5<18 gcaaytgqtcctagctccactttagctttaataattatgtttcattatta 597 

387 ctctctgcttttgctctctatataaagagcttgtattttcatttgaaggc 436 

I I I M I I I I I I I I I I M I I I I I | I I | I I I I I I I I I I I I I I M I I I I I HI 
598 ttccctgcttttgctctctatataaagagcttgtattttcatttgaaggc 647 

437 agaggcgaacacacacacagaacctccctgcttacaaacc 476 

I I I I I I I I I I I I I I I I I I 1 I I I i I I j I I I I 1 I I I 

64 8 agaggcgaacacacacacagaacctccctgcttacaaaccggatcgggct 697 
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Multiple Sequence Alignment: SEQ ID NO: 1-4 



Symbol comparison table: pileupdna . cmp CompCheck: 6876 

GopWeight: 5 
GapLcmgthWeight : 1 



Check;' 


6538 . . 






Name: 


SID 1 


Len: 


476 


Name : 


SID_2 


Len: 


516 


Name: 


SID~3 


Len: 


651 


Name : 


SID 4 


Len: 


701 



N October 8, 2004 12:10 



1.00 
1-00 



1.00 



1 50 
STD_1. -v-. _ 

SID_2 — — — ^ _____ 

SID_3 ggaLccgctt tacaagtggc cacctagcta tcactgaaaa gacagcaaga 

SID ... <1 -gatccgctt tacaagtggc cacctagcta Lcactgaaaa gacagcaaga 

51 100 

SID 1 ~ ^ ^ * 

SID_2 - — 

ST0_3 caatggtgtc tcgatgcacc agaaccacat ctttgcagca gatqtgaagc 
SID_4 caatggtgtc tcgatgcacc agaaccaeat ctttgcagca qatgtgaagc 

101 150 

5ID_1 — ^, ____ ^ 

SID 2 ™— _-__ * ™— . ___ fc 

SID_3 agccagagtg gtccacaaga cgcactcaga aaaggcatct tctaccgaca 
SID_<] agccagagtg gtccacaaga cgcactcaga aaaggcatct tctaccgaca 

151 200 

SID 1 -------- — _____ _ 

SID_2 - — gya 

SID_3 cagaaaaaga caaccacagc tcatcatcca acatgtagac tgtcgttatg 
SID_4 cagaaaaaga caaccacagc tcatcatcca acatgtagac tgtcgttatg 

201 f ._ 250 

SID 1 -aactatgct qa^qa caaga t&attct.aat aagcaattat 

SID_2 tcccccagct taact^tg^i|s||tga§iiaga tiattsSWa'.t aagcaattat 
SID_3 cgtcggctga ag£taagact : gaiccccjajggc c&gcaeffa* ga^g^a/fc^a 
SID_4 cgtcggctga agataagact ; gaccc.ca^gc cagcactaaa gaagaaataa 

,?51 w 300 

S1D _1 ^; ca 9^ a :*r^a tcaa^gagaa: agaattaata actctttcag aetatgaagc 

SID_2 tcagaa.ttaa tgaiggagaf agaattaata actctttcag aatatgaagc 

SID_3 tgcagg^ggt qct'a^ctcca; ctttag 

SID_4 tgcaa.gitgqt cct e.gctcca; ctttagcttt aataattatg tttcattatt 
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301 350 
SID_1 ccgctttaca agtg.gccag §f^§^^^^^j^M0^^j^f^c^^A 
SID_2 ccgctttaca agtg.gccag '^^^^I^^^^^S^^^^^<0$Si 

SID _3 ....eg cLag-ttatca.ctgaadagac agcaag^caa 

SID_4 attctctget tttgetcteg ^9^<^^^^^^^^SS^^^^S^ 

351 400 
SIDJx .t'ggbctetcg •atacacgaga aceaeat^tt tgcagcagat gtg&dgcagc 
SID_2 jt;ggt^tctcg^a-tgca;c : ca<ja,-ad 

SID_3 tggtgtcrcg acgcaccaga aee«-atctt tgcageagat gtgaaycagc 
sid_j ;^g£9.feq£eg^ 

401 450 



SID_3 cagagtggtc c^aagaege actcagaaaa. ggcat.ctrct accgacacag 

451 _ r<< _ 500 

SID_1 aaaaagaca-a ccacagctca tcatccaaca ' tgtagactgL cgttatgcgt 
SID_2 iaaaaagacaa- ccacagctgs: -teat ccaaca : .;:tQt'aaactat •c : attaftd6crt 



aaaaagacaa ccacagctca teotccaaca, tgtagactgt egtratgege 

501 ( _ 550 

SID_1 eggetgaaga- ^aagactgac cccaggccag -caotaaagaa caoa taatqc 
SID 2 cggctg.araga taagaetyac cccaggccag cactaaagaa gaaataatgc 
SID_i eggctgaaga -taAga-ctgec cceag'-jccag. oactaancaa" gaaaiaatgc 
SID_4 eggctgasga taagactgac ccgaggccag cact^igw.-^aaaLaatgc 

551 600 

SID 
SID_ 

SID_3 -jagtqgtcct 'eg-ctccactt tagc-ttaat aaciatgttt catf^tatt 
SID_4 aagtggtcct agctcc^ctt tagctctaat aattatgttt catta.tatt 



601 650 




G51. ^ _ _ 700 

SXD_1 aggggaacag Ic3cac3gaa ■ cc't ccc't gc t . t; aca a ace- - — — 

SID_2 '^m&^^§'0$^^^^^00&&^0^^^^g ategggctge 

S1D _ 3 W^^^^^^^^^^^^^^^^^^gg ate 

SID_4 aggegaacac acacaeagaa cctccctgct "tacaaacegg ategggctge 



701 716 

SID_1 ™- 

SID_2 aggtctctaa ccatgg 

SID_3 

SID_4 ag 
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